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Introduction

There are 4 main categories of tests, each with its own application:

1. Y-STR — Male line only, father to son

2. Y-SNP or Deep Clade — Male line only, but (typically) deeper ancestry
3. Mithochondrial (mtDNA) — Female line only mother to child (son or
daughter)

4. Autosomal — All lines
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Y-STR
STRs (Short Tandem Repeats) are short sequences of DNA that are repeated
numerous times at a given location on a particular chromosome. Mutations
occur from time to time and the number of repeats can increase or
decrease.

We simply count the number of repeats at a given location (a marker).

The actual count has no particular significance. What’s important is how
the counts compare to another’s result.

Several levels of the test are available, ranging from 12 to 111 markers .
The more markers the better, providing a more refined result. 37 markers is
the norm now for an entry level test.

Estimates of relatedness between 2 individuals are based on the number of
mismatches (genetic distance), and the mutation rates of markers, using a

complicated algorithm.

sathd), BREEQM dine is that there can’t be many mismatches.



Y-STR
Results from the Mallett Surname Y-DNA Study:
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Probability of a relationship:

Genetic Distance = 1: Genetic Distance = 6:
* 4 generations 1s 58.69% » 4 generations is 0.21%
¢ 3 generatlons is 88.85% e 8 generations is 5.17%

12 generations is 97.40% » 12 generations is 21.88%
16 generations is 99.44% 16 generations is 46.07%
20 generations is 99.88% 20 generations is 68.25%
24 generations 1s 99.98% 24 generations is 83.57%
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Mallet of Ash
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Devon / Cornwall and Mallet of Ash

The accompanying graphic illustrates the
probable connection between three North
Devon lines and the Mallet of Ash line suggested
by the conventional research and bolstered by
the DNA results.

The average genetic distance of the 3
families on the left compared to Mallet of Ash
is 3, giving the following probabilities of
relatedness:

..4 generations is 22.18%.

..8 generations is 66.49%.

...12 generations is
89.97%.

...16 generations is
97.56%.

20 generations is

ecently a2 of Malletts born in the mid
1600’ s nc1e {5 lBratston Clovelly, a village
not far rom He others, that provides a hard
link for at least one of the families, and may
be the missing link for all of them.



Willlam
Hastings, 1066 020

Gllbert

Robert

Domesday, 1086

Robert [William
1090 1070 Malet de Graville

Malet of Enmore
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William* [Malachi
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Hugh* [George*

Hugh* |WC10

Hugo*
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Malet of Enmore and St Audries
(Somerset, England)
Mallet of Ash (Devon, England)

The Malets first appear in Somerset in the mid
12th century. It is assumed that they are
related to the Domesday Malets, but this has
never been proven beyond doubt.

The first Malet in Somerset in connection with
this line was Robert ¢ 1090 at Enmore, in

%?{B%rﬁl%lbre line died out, but two spinoff
branches continued; one was located at St Audries
(West Quantoxhead) Somerset, the other in
|ddesleigh, North Devon (Mallet of Ash). Both
families are extant in the male line. Their
probability of relatedness is as follows (GD of 6):

...4 generations is 0.89%.
...8 generations is 14.77%.

...12 generations is
45.23%.

...16 generations is
73.27%.

...20 generations is
89.43%.



Y-STR

Several other Mallett families have been identified that are genetically
related to one another, but not to the other family groups, not even within
the last 1000 years.

Some are tantalisingly close, but others are so far apart that there is
absolutely no possibility of a relationship.

Many individuals have tested who match no-one else in the study.
There may have been a genetic relationship between at least some of the
families at one time, but the link may have been broken because of an

“NPE” (Non Paternal Event) or “Not the Parent Expected” ©.

Conventional research might identify such an event, or it may be so far back
in time that we will never know.
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Y-SNP

SNP = Single Nucleotide Polymorphism:

“Variation in the nucleotide allele at a certain nucleotide position in the
human genome. When the change occurs it is called a polymorphism, and
polymorphisms accumulate over time. A polymorphism can be very
common (found in a significant fraction of global or localized populations)
or very rare (found in a single individual). Common variations are used to
track the evolution of the human genome over time (population genetics)
and can be graphically represented in a haplogroup or phylogenetic tree.”

(From ISOGG Y-DNA Glossary).
ISOGG = International Society of Genetic Genealogy
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Y-SNP

Unlike STRs, which can mutate at any time, once a SNP occurs, it remains
— hence its value for population genetics and for genealogy.

Thousands of SNPs have been identified, and more are being discovered
all the time as more people take the “Big Y” test at FTDNA , or “Geno
2.0” at National Geographic (there are other tests too).

Once a SNP has been identified it is placed on the Y-DNA Haplogroup tree
at ISOGG and FTDNA (ISOGG is the most up to date). The tree begins with
“Y-Chromosome Adam”, who is thought to have lived about 60,000 years
ago. R-M269, the dominant haplogroup in Western Europe, is thought to
have occurred 4000 to 10,000 years ago (Wikipedia: Haplogroup R1b).

Since the advent of “Big Y”” and other tests, many downstream SNPs have
been discovered, and it is thought that at least some of them will fall
within a genealogical timeframe, making SNP testing useful to
Genealogists as well as Population Geneticists.
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Y-SNP
Your Predicted Haplogroup is R-M269 Search

The R-M269 lineage likely began in West Asia. It is the descendant of the major R-M343 lineage. Some of your genetic cousins traveled northwest into Central Asia and on to
Europe. Others moved south and entered the Levant Region.

A B C D E F G H | J K L M N 0o P Q R S T

Tested Positive Tested Negative Presumed Positive Test Available Presumed Negative Test in Progress

CTS5768 R-C155/68
P25 L278 M343 M415 L774 L506 L754 L7671 More... R-P25

L752 L502 L585 L389 P297 More... R-P297
I M269 L483 L407 L500 L478 L773 L482 L265 More... R-M269

| 123 L150 R-L23 [HE
YSC0000072 R-YSC0000072

151 R-L51
| L11 L52 L151 P310 More.. R-L151
| P311 R-P311
| P312 R-p312 IFF

121 More.. R-L21

;om R-DF21 ¥R

| DF25 R-DF25 [FE

DF5 More... R-DF5 EGE

CTS3655 R-CTS3655 [¥E

:L627 R-1627 B

L626 R-L626 [FE

L625 R-L625 ¥R

CTS1970 More... R-cT51970 R

| PF4252 R-PF4252 ¥R

L130 R-L130 ¥R

| DF23 R-DF23 ¥R

| M222 BY196 Y2601 Y2602 FGC8738 R-M222 ¥R

| FGC4077 R-FGC4077 [EE

| A725 R-A725 [FE

FGC12948 R-FGC12948 ¥R

| M4491 R-M4491 B

A359 R-A359 ¥R
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Y-SNP

Individual SNPs can be tested for about $30.00. But how does one know
which SNP to test?

There exists a community of people trying to make SNP predictions based
on STR values, and they are working with FTDNA to group likely SNPs
together into “panels”, much like the 1 to 12, or 23 to 15 marker panels
for STR testing, so that one can pursue SNP testing at a reasonable cost.

We’re not there yet. At the moment it’s the proverbial needle in a
haystack.
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Mithochondrial

Mithochondrial Eve
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Mithochondrial (mtDNA)
FTDNA currently offers 3 levels of mtDNA testing:

1. mtDNA
2. mtDNAPlus
3. mtFullSequence

Only mtFullSequence offers a probability of relationship at a high enough
level to be really useful within genealogical time (95% confidence at 22
generations).

The other 2 tests can still be helpful as an adjunct to paper research, but
they tend to point to deep ancestry. mtDNAPlus only allows for a
confidence level of 50% at 28 generations. mtDNA only reaches 50% at 52
generations.

An mtDNA test can be interesting to determine one’s deep maternal

ancestry, e.g. from which of “The Seven Daughters of Eve” does one
descend?
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Autosomal
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Autosomal

Autosomal DNA statistics

50% Mother, father, siblings

25% Grandparents, aunts, uncles, half-siblings,double first cousins
12.5% First cousins

3.125% Second cousins

0.78% Third cousins

0.195% Fourth cousin

0.049% Fifth cousins

0.0122% Sixth cousins

0.003052% Seventh cousins

Chances of matching

2nd cousin >99%

3rd cousin > 90%

4th cousin > 50%

5th cousin > 10%

6th cousin or more distant Remote (typically less than 2%)

Matching segements are measured in Centimorgans (cM).
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Autosomal

Relations: Show All Matches Sort By: Relationship Range Name:
Show Full View l\/[1)atch Relgtlonshlp 1
Ad47234>»Ph ate ange
12/2/2014 2nd Cousin - 4th Cousin
x
4/21/2014 2nd Cousin - 4th Cousin
xK
8/6/2014 2nd Cousin - 4th Cousin
x
4/21/2014 2nd Cousin - 4th Cousin
x
p—
| —a
4/23/2014
= ® I X
v
T
=
4/21/2014 2nd Cousin - 4th Cousin
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Ancestral Surnames:

Known
Relationship
nt “
Fending =
nt N
nt “
4th Cousin 1R |
at =

Shared
cM

57.71

85.38

46.31

48.86

52.50

50.22

Ancestral

surnames

Balson (England) /

Chamberlain

(IL/NV/UT/OR)...

2?2/ Allen / Asher /
Ballinger / Bartletw?... @

Balson / Bell / Blight /

Card / Corbetrt..

Brown/Winn (Virginia)
4l

/ Davis (Alabam

cM = Centimorgan: the distance between chromosome

positions.



Autosomal

Family Finder - Chromosome Browser Feedback Refer Friends & Family Page Tour

Chromosome Browser Tutorial

Optional Views:
» Download to Excel (CSV Format) » View this data in a table » Download All Matches to Excel (CSV Format)
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Floe, 6 R G Prad KON <A R
Y A Cousin

— e—

(=1}

Actual Relationship?
28 cM Segment Orange: 3rd Cousin
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-
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Autosomal

Family Finder - Chromosome Browser Feedback Refer Friends & Family Page Tour

Chromosome Browser Tutorial

Optional Views:
» Download to Excel (CSV Format) » View this data in a table » Download All Matches to Excel (CSV Format)

|
Shared Segments: 16 E 2
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Filter: 1 cM

Prediction: 2nd to 4th
Cousin

Actual Relationship?
Orange: 3rd Cousin

Blue: 4th Cousin once
Removed

Green: No ldea
Pink: No Clue



Autosomal

LAY AR O U O O ooo!;.ga:-l-———BrdCOUS'in

T ve e H At Common ancestors:
t ot LIRS SR SRS | LR GGGrandparents, 2 of 16 people

— 4th Cousin
@ﬁ T R O U O O oooo‘o‘;oo Common ancestors:
v e e B B e Be W GGGGrandparents, 2 of 32
| IR | | B | | AR | | DRl | people
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Autosomal

What about the “Unknown” 2nd to 4th Cousins? Do we have a common ancestor?

The matching DNA could have come from any of the 56 people 3 generations and
more back from me. The task of finding the common ancestor among so many
possibilities is daunting. How does one go about it?

Research as many lines as possible, as far back as possible.
Look for shared surnames, and particularly shared rare surnames.
Look for shared geographical locations.

Concentrate on matches with the closest predicted relationships (fourth cousins
and closer).

Focus on matches with shared segments of 10 cMs or above (20 cMs for Ashkenazi
Jews).
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Autosomal

The higher threshold for Ashkenazi Jews comes from the fact that they tended to
marry within a restricted group. The same thing applies to families from remote
areas, such as certain Newfoundland Outports, where a few families intermarried
over many generations.

This sort of thing can lead to false positive matches, where segments are considered
to be “ldentical by State (IBS)”’, not coming from a single common ancestor.

The term “Identical by Descent (IBD)” is used to describe matching segments that
probably do come from a common ancestor.

There are many advanced techniques being developed and used to find common
ancestors, too many and too complicated to go into here, but they all require a good
deal of time, effort, and additional testing.

Tests are available from 23andMe, FTDNA, and AncestryDNA.
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Autosomal

Family Finder - Chromosome Browser Feedback Refer Friends & Family Page Tour

) Optional Views:
— » Download to Excel (CSV Format) » View this data in a table » Download ANl Matches to Excel (CSV Format)
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Filter: 1 cM
Prediction: Full Siblings

Actual Relationship?
Orange: Sister
Blue: Sister



Autosomal

Family Finder - Chromosome Browser Feedback Refer Friends & Family Page Tour

Optional Views:
» Download to Excel (CSV Format) » View this data in a table » Download All Matches to Excel (CSV Format)

Chromosome Browser Tutorial
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Filter: 1 cM
Prediction: Parent/Child

Actual Relationship?
Orange: Daughter
Blue: Daughter
Green: Daughter



i Elizabetrh Ash Mallett from MFH 14
File Edit View Add Web Report Window |Tools| Help

TMG DNA Log
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person | Famly | Tree | Master Style List
Type | Name Source Types
Name Frances Janet Caddy (180) (1907- e R
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Mother Research Log
Type Dade | Name/Place ) Exhibit (multi-media) Log
* Birth 12 Apr 1907 Roche, Cornwall, Eng| £ BINFNIES CTRL+F11
*Death 30 Dec 2001 Kenwyn Nursing Homé
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Text Editor
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Associates

Go to the person you
want to attach the log
to, then choose Tools,

DNA Log



:E}_ Elizabetrh Ash Mallett from MFH 141217 .PJC - The Master Genealogi
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TMG DNA Log

File Edit View Add Web Report Wndow Tools Help

< hnOtN @B @z = Choose the type of test.

Add

1.4 Elizabetrh Ash Mallett from MFH 141217 _.PJC - The Master Genealogi

o=

Open GoTo Search Last Dareo Web Tasks Exhibits DNA, Exp{grer I
B8 Add a DNA Fingerprint = ” (=] ||ﬂ&|
=t Cadd)
All Laboratories E]
Please select a DNA Fingerprint template :
DNA Ancestry Y-DNA 33 Marker Test -

DNA Ancestry Y-DNA 46 Marker Test

DNA Heritage Y-DNA 23 Marker Test

DNA Heritage Y-DNA 43 Marker Test

Ethnoancestry R 1b Subgroup Y-SNP Tests
EthnoAncestry "Haploview" 27 Marker Test
FamilyTreeDNA Y-DNA 12 Marker Test

FamilyTreeDNA Y-DNA 25 Marker Test

FamilyTreeDNA Y-DNA 37 Marker Test

FamilyTreeDNA Y-DNA 59 Marker Test

FamilyTreeDNA Y-DNA 111 Marker Test

mtDNA Test (rCRS)

mtDNA Test (RSRS)

Relative Genetics "Family Tree Pruner”™ 18 Marker Test
Relative Genetics "Family Line Verifier” 26 Marker Test
Relative Genetics "Lineage Establisher™ 43 Marker Test
Relative Genetics "Lineage Establisher™ 43 Marker Test (Revised) it Sort

| More information about this test J jE

OK Cancel ] | Help ’
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DNA Fingerprint
Subject: Frances Janet Caddy (180)

Primary name

Test name : FamilyTreeDNA Y-DNA 67 Marker Test

Group :

Type :  Actual test result

Date ordered :
Date result received :

Kit number :
Comment :

>0

FamilyTree DNA

HISTORY UNEARTHED DAILY .

This is a 67 marker test from FamilyTreeDNA.

=]

[=]

TMG DNA Log
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b
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460

GATA H4

YCAIl a

More information about this test
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m

OK

] ‘ Cancel ’ ‘
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Enter the actual
values from the test.

This is simply a log of
results, attached to a
particular individual,
but nothing shows up
in the person view.

One can enter a
“group”, but this just
seems to be text.
Different individuals
are not linked by this
value.



